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Maik Stein1,2, Axel Pruß3, Michael Schmueck‑Henneresse1,2, Hans‑Dieter Volk1,2,4,5, Petra Reinke1,2 and 
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Correction: Genome Biol 24, 89 (2023)
https://doi.org/10.1186/s13059-023–02928-7

Following publication of the original article [1], the authors identified an error in one 
of the guide RNA spacer sequences disclosed in Supplementary Table S3. The correct 
sequence for base editing mediated silencing of the CIITA is 5’−3’: CAC TCA CCT TAG 
CCT GAG CA, as originally described in Gaudelli et al. 2020 [2].

This error does not affect the main results and conclusions of the paper.
The Supplementary Table S3 of the original article [1] has been corrected.
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