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Correction: Genome Biol 25, 171 (2024)
https://doi.org/10.1186/s13059-024-03315-6

Following publication of the original article [1], the authors identified a typesetting error,
whereby the equal contribution statement was mistakenly omitted. The correct state-
ment is as follow: Jianxia Niu, Wenxi Wang and Zihao Wang are co-first authors and
contributed equally.

The original article [1] has been corrected.

Published online: 25 November 2024

Reference
1. NiuJ,Wang W, Wang Z, et al. Tagging large CNV blocks in wheat boosts digitalization of germplasm resources by
ultra-low-coverage sequencing. Genome Biol. 2024;25:171. https://doi.org/10.1186/513059-024-03315-6.

©The Author(s) 2024. Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which permits
use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give appropriate credit to the original
author(s) and the source, provide a link to the Creative Commons licence, and indicate if changes were made. The images or other third
party material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the mate-
rial. If material is not included in the article’s Creative Commons licence and your intended use is not permitted by statutory regulation or
exceeds the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy of this licence, visit http://
creativecommons.org/licenses/by/4.0/. The Creative Commons Public Domain Dedication waiver (http//creativecommons.org/publi
cdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated in a credit line to the data.


http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://crossmark.crossref.org/dialog/?doi=10.1186/s13059-024-03442-0&domain=pdf
https://doi.org/10.1186/s13059-024-03315-6
https://doi.org/10.1186/s13059-024-03315-6
https://doi.org/10.1186/s13059-024-03315-6

	Publisher Correction: Tagging large CNV blocks in wheat boosts digitalization of germplasm resources by ultra-low-coverage sequencing
	References


